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Table S5. Whole cell screening hit rates at Institute for Tuberculosis Research. 

 

Provider 
Compound 

Library 

Number of 

compounds 

Inhibitor 

concentration  
Readout 

Hit rate (%) at 

90% Inhibition 

ChemBridge Novacore 50,000 30 M 
Luminescence 

(LuxAB) 
4.55 

Asinex Diverse 59,760 50 M 
Luminescence 

(LuxAB) 
1.91 

ASDI 
 

6,811 30 M 
Luminescence 

(LuxAB) 
2.73 

Prestwick 
 

1,120 20 g/ml Luminescence (ATP) 20.6 

    
Fluorescence (MABA) 16.07 

MRCT 
 

100,000 10 M 
Luminescence 

(LuxABCDE) 
0.67 

 

  

 


